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STR®  short tandem repeat 3 7
(1-9
(5-8) STR
RI
PowerPlex® 16 System@b) 16 15 STR
Amelogenin 3 PowerPlex® 16
System Penta E D18S51 D21S11 THO1 D3S1358 FGA TPOX D8S1179
VWA Amelogenin PentaD CSF1PO D16S539 D7S820 D13S317 D5S818
16 Penta E D18S51 D21S11 THO1 D3S1358
FL FGA TPOX D8S1179
VWA Amelogenin -
TMR Penta D CSF1PO D16S539 D7S820 D13S317 D5S818
6- -4', 5'- -2', 7 -
JOE 16 1
1 1
PowerPlex® 16 System ABI PRISM® 310 Genetic Analyzer
ABI PRISM® 377 DNA Sequencer
PowerPlex® 16 System AmpliTag Gold® DNA
DNA STR
PowerPlex® 16 System  Perkin-Elmer Model 480 GeneAmp® PCR System
9600 9700 2400
STR STR
WWww.promega.com
I1. STR
A. STR
STR AMP-FLP(9)  VNTR(10)
500bp DNA
PCR
DNA
DNA STR
STR
PowerPlex® 16 System
arbitrarily defined fixed bins (11)

Tel. 03-3669-7980 prometec@jp.promega.com
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B. PowerPlex® 16 System
PowerPlex® 16 System 1 2
Federal Bureau of Investigation; FBI
CODIS (COmbined DNA Index System)
13 STR
PowerPlex® 16 System 1 CODIS
PowerPlex® 16 System 2
Penta E  Penta D
PowerPlex®
16 System
Penta E Penta D
DNA
PowerPlex® 16
System Amelogenin 3
DNA PowerPlex® 16 System
Taq DNA repeat
slippage
STR
(12,13) “n-4 m K “
shadow bands ” DNA
DNA
DNA
(14,15) DNA 3’
Tag DNA
1
60 30
(16) DNA
(17,18) FGA D21S11
Penta E
« 2

Tel. 03-3669-7980 prometec@jp.promega.com 2



O Wwww.promega.co.jp

Promega
1. PowerPlex® 16 System
STR GenBank® 1
5-3
Penta E FL 159 NA AAAGA
D18S51 FL 18921.3 HUMUT574 AGAA (19)
D21S11 FL 21911-21g21 HUMD21LOC TCTA Complex
(19)
THO1 FL 11p15.5 HUMTHO1, Human tyrosine AATG (19)
hydroxylase gene
D3S1358 FL 3p NA TCTA Complex
FGA TMR 4028 HUMFIBRA, Human TTTC Complex
fibrinogen alpha chain gene (19)
TPOX TMR 2p23-2pter HUMTPOX, Human thyroid AATG
peroxidase gene
D8S1179 TMR 8q NA TCTA Complex
(19)
VWA TMR 12p12—pter HUMVWFA31, Humanvon  TCTA Complex
Willebrand factor gene (19)
. Amelogenin  TMR  Xp22.1-22.3 HUMAMEL, Human Y NA
amelogenin - STR and Y chromosomal gene for
Amelogenin-like protein
106 X Penta D JOE 21q NA AAAGA
112 CSF1PO JOE 5033.3-34 HUMCSF1PO, Human c- AGAT
Y fms proto-oncogene for
9947A DNA CSF-1 receptor gene
106 D16S539 JOE 16g24—qter NA GATA
X D7S820 JOE _ 7g11.21-22 NA GATA
D13S317 JOE 13922—q31 NA TATC
D5S818 JOE 5023.3-32 NA AGAT
! International Society for Forensic Haemogenetics ISFH)  DNA Commission 1997 8
(20,21) 1) STR
5
2) STR

TMR = carboxy-tetramethylrhodamine

FL = fluorescein

JOE = 6-carboxy-4',5'-dichloro-2',7'-dimethoxyfluorescein
NA =

3 Tel. 03-3669-7980 prometec@jp.promega.com
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Allelic Ladder

Www.promega.co.jp

Allelic Ladder?

STR 1.2
Allelic Ladder
Penta E FL 379-474 5-24 20.3
D18S51 FL 290-366 8-10, 10.2, 11-13, 13.2,
14-27
D21S11 FL 203-259 24, 24.2, 25, 25.2, 26-28,
28.2, 29, 29.2, 30, 30.2, 31,
31.2, 32, 32.2, 33, 33.2, 34,
34.2, 35, 35.2, 36-38
THOL FL 156-195 49, 9.3, 10-11, 13.3
D351358 FL 115-147 12-20
FGA TMR 322444 16-18, 18.2, 19, 19.2, 20,
20.221, 21.2, 22, 22.2, 23,
23.2, 24, 24.2, 25, 25.2,
26-30, 31.2, 43.2, 44.2,
45.2, 46.2
TPOX TMR 262290 6-13
D8S1179 TMR 203-247 7-18
WA TMR 123171 10-22
Amelogenin TMR 106, 112 X, Y
Penta D JOE 376-449 2.2, 3.2, 5, 7-17
CSF1PO JOE 321-357 6-15
D16S539 JOE 264-304 5, 815
D7S820 JOE 215247 6-14
D13S317 JOE 169-201 7-15
D5S818 JOE 119-155 7-16
1
2 Internal Lane Standard 600
ILS
8 1/1000
3. DNA PowerPlex®16 System
DNA
STR K562 9947A 9948
Penta E 14, 5 13, 12 11, 11
D18S51 16, 15 19, 15 18, 15
D21S11 31, 30, 29 30, 30 30, 29
THO1 9.3, 9.3 9.3, 8 9.3, 6
D3S1358 16, 16 15, 14 17, 15
FGA 24, 21 24, 23 26, 24
TPOX 9, 8 8, 8 9, 8
D8S1179 12, 12 13, 13 13, 12
VWA 16, 16 18, 17 17, 17
Amelogenin X, X X, X X, Y
Penta D 13, 9 12, 12 12, 8
CSF1P0O 10, 9 12, 10 12, 11, 10
D16S539 12, 11 12, 11 11, 11
D7S820 11, 9 11, 10 11, 11
D13S317 8, 8 11, 11 11, 11
D5S818 12, 11 11, 11 13, 11
Tel.

Amelogenin  STR
106 X
112

9947A
9948 K562

locus.umdnj.edu/
nigms
K562
American
Type Culture
Collection
www.atcc.org

03-3669-7980 prometec@jp.promega.com
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C.
PowerPlex® 16 System 15 STR
4 6 Bode Technology Group
North Carolina Bureau of Investigation
Palm Beach County Sheriff's Office
Virginia Division of Forensic Science
Charlotte/Mecklenburg Police Department Laboratory
200
150 STR
23 28
4 PowerPlex® 1.225) 16 System
(29) PowerPlex® 16 System
183x 10V 1 142x 10% 1
Pl
(30)

PowerPlex® 1.2 16 System 5

PowerPlex® 16 System 500,000

(30) PowerPlex® 16 System

0.999998 6

4. PowerPlex®1.2 16 System
STR
PowerPlex® 1.2 System lin lin lin lin
(8 STR loci) 277 x 10° 115 x 10° 145 x 10° 132 x 10°
PowerPlex® 16 System lin 1lin 1lin lin
(15 STR loci) 141 x 10 1.83 x 10Y 293 x 10Y 374 x 10Y

5. PowerPlex®1.2 16 System
STR
PowerPlex®1.2 System 497 262 318 471
PowerPlex® 16 System 2,510,000 1,520,000 5,220,000 4,110,000

6. PowerPlex® 1.2 16 System
STR
PowerPlex® 1.2 System 0.9982042 0.9968863 0.9973367 0.9981793
PowerPlex® 16 System 0.9999996 0.9999994 0.9999983 0.9999998

Tel. 03-3669-7980 prometec@jp.promega.com
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D. Internal Lane Standard 600
Internal Lane Standard (ILS) 600 60 80 100 120 140 160 180 200
225 250 275 300 325 350 375 400 425 450 475 500 550 600
22 DNA -
X- CXR PowerPlex® 16
ABI PRISM® 310 Genetic Analyzer ABI PRISM® 377 DNA
4 ILS 600 PowerPlex® 16
System
CE
VI.C.
VII.E.
E.
PCR
(31,32) DNA
PCR
PCR STR DNA
DNA

Gold ST R 10x Buffer
PowerPlex® 16 10 x Primer Pair Mix
PowerPlex® 16 Allelic Ladder Mix Internal Lane Standard 600 Blue Dextran
Loading Solution

ART® X.B

STR

7.

Reagents for ABI PRISM® 310 Genetic Analyzer

Reagents for ABI PRISM® 377 DNA Sequencer

(Long Ranger® Gel Solution)

(Blue Dextran Loading Solution )
TEMED

Tel. 03-3669-7980 prometec@jp.promega.com 6



Allelic Ladder Mix

Matrix FL-JOE-
TMR-CXR
DG2860
Internal Lane
Standard 600
DG2611

Www.promega.co.jp

PowerPlex® 16 System

100 DC6531

400 DC6530

DC6531 25m

100

Preamplification Components Box ( Yellow Label)

1 x 300ul Gold ST R 10x Buffer
1 x 250ul PowerPlex® 16 10x Primer Pair Mix
25,1 9947A DNA (10ng/pl)

Postamplification Components Box ( Magenta Label)

1 x 25ul PowerPlex® 16 Allelic Ladder Mix
1 x 150ul Internal Lane Standard (ILS) 600
1 x Iml Blue Dextran Loading Solution

Primer Pair Mix PowerPlex® 16 Allelic Ladder Mix

600

20 PowerPlex® 16 10 x
Internal Lane Standard

A7710

Purification Kit

DNA

Manual #TMDO006
WWW.promega.com

PowerTyper™ 16 Macro DG2850
Genotyper® 2.0 25 PowerTyper™ 16 Macro Promega
Matrix
FL-JOE-TMR-CXR X.B
1V. DNA
DNA DNA
SV Total RNA Isolation System(® Z3100

15 30 DNA

33 ReadyAmpTM Genomic DNA Purification System

DNA
Wizard® Genomic DNA
A1120
DNA Wizard®
PCR
GenePrint® Fluorescent STR Systems Technical
Technical Manual

Tel. 03-3669-7980 prometec@jp.promega.com
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Promega
V. PowerPlex® 16 System DNA
Thermal Cycler Model 480 GeneAmp® System 9600, 9700 2400
PE Biosystems
0.5ml 0.2ml PE Biosystems
1.5ml Fisher 05-402-26
X.B
AmpliTag Gold® DNA polymerase PE Biosystems
Nuclease-Free Water P1193
mineral oil DY1151 Thermal Cycler Model 480
25ul 0.5 1ng DNA
PowerPlex® 16 System
GeneAmp® PCR System 9600
GeneAmp® PCR Systems 9700 GeneAmp® PCR Systems 2400
Perkin-Elmer Model 480
A.
IX.A

1. Gold ST R 10x Buffer

5 10
Gold ST R Buffer
37

PCR

0.2ml

Tel.

PowerPlex® 16 10 x Primer Pair Mix

0.5ml

GeneAmp® PCR

9600 9700
2400

0.2ml
MicroAmp®

Perkin-
Elmer model 480
0.5ml
GeneAmp®

03-3669-7980 prometec@jp.promega.com
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2ng
DNA

10/18

10/20
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8 2.5u1  DNA 25ul 1
8 PowerPlex® 16 Systenm
PCR
Nuclease-Free Water 16.7ul
Gold ST R 10x Buffer 2.5yl
PowerPlex™ 16 10x Primer Pair Mix 2.5ul
AmpliTaq Gold® DNA polymerase! 0.8ul(4u)
22.5ul
DNA 2.5l
251
1 AmpliTag Gold® DNA 5u/pl
9 PCR 1
1] 2
pl
9 PowerPlex®16 Systenm
PCR X (uh)
Nuclease-Free Water ul
Gold ST R 10x Buffer 2.5ul
PowerPlex® 16 10x Primer 2.5yl
Pair Mix
AmpliTag Gold® DNA 0.8ul (4u)
polymerase’
2 u|
DNA ul
25ul
! AmpliTag Gold® DNA 5u/pl
2 DNA 25ul
DNA TE DNA
20 PCR
pH Tris-HCI
EDTA )
DNA
PCR
9 1.5ml
PCR 9
. PCR
DNA 0.5 1ng
9947A DNA DNA
0.5ng DNA 1ng PCR

Tel. 03-3669-7980 prometec@jp.promega.com



10.

11. GeneAmp® PCR System 9600 9700

MicroAmp®

PCR

Model 480

Www.promega.co.jp

Nuclease-Free Water DNA

2400

GeneAmp®
1

B.

1.

2. GeneAmp® PCR system 9600
GeneAmp® PCR system 9700 GeneAmp® PCR system 2400 Perkin-
Elmer model 480

3. 20

4

Perkin-Elmer GeneAmp® PCR System

9700 Thermal Cycler

Perkin-Elmer GeneAmp® PCR System
2400 Thermal Cycler

95°C 11

9%°C 1

100 94
29 60°C
23 70°C
10

100 90°C
29 60°C
23 70°C
18- 22

60°C 30

4°C

30
30
45

30
30
45

95°C 11

96°C 1

100 94°C 30
100 60°C 30
23 70°C 45
10

100 90°C 30
100 60°C 30
23 70°C 45
18- 22

60°C 30

4°C

Perkin-Elmer GeneAmp® PCR System

9600 Thermal Cycler

Perkin-Elmer Thermal Cycler Model 480

95°C 11
96°C 1

94°C 30

68 60°C
50 70°C
10

90°C 30

60 60°C
50 70°C
18- 22

60°C 30

4°C

60
70

60
70

30
45

30
45

95°C 11
96°C 2
94°C 1
60°C 1
70°C 15
10

90°C 1
60°C 1
70°C 15
18- 22
60°C 30
4°C

Tel.

10/22

FTA®

10/18

0.5 1ng
DNA

10/20

DNA

03-3669-7980 prometec@jp.promega.com 10
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C ( )

( X.A )

TAE 1 x

5 x

0.5ug/ml
1. 20g TAE 1x 100ml 2
150cm?

60

2 55
20 30

3. 10l 5x 2.5l
4. 1 TAE 1x
5.

0.65cm
6 5 x

3
7. 5 volts/cm 2 2
8. 0.5ug/ml TAE 1x
20
20

9. uv 302nm

DNA

PCR

Tel. 03-3669-7980 prometec@jp.promega.com
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ABIPRISMP® 310 Genetic Analyzer
X.A
310 47cm x 50um  PE Biosystems
Performance Optimized Polymer 4 POP-4; PE Biosystems
1ml
10 x Genetic Analyzer Buffer with EDTA PE Biosystems
PE Biosystems
X.B
100uS/cm Amresco Ultra Pure Grade
0606
Matrix FL-JOE-TMR-CXR DG2860
100uS/cm
20°C
4°C 100us/
cm DNA
A.
Matrix FL-JOE-TMR-CXR DG2860
Matrix FL-JOE-TMR-CXR Technical Bulletin #TBD015 DG2860
Www.promega.com
ABI PRISM® 310 Genetic Analyzer
ABI PRISM® 310
Genetic Analyzer
B.
1.
ABI PRISM®
310 Genetic Analyzer User's Manual
2. ABI PRISM® 310 collection
3. ABI PRISM® 310 Genetic Analyzer User's Manual GeneScan®
“sample info”
PowerPlex® 16 Allelic Ladder Mix
“sample info” “Ladder” PowerTyper™
16 Macro
GeneScan®

Tel. 03-3669-7980 prometec@jp.promega.com 12
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1.
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“GS STRPOP4 1ml A”
3 30
Inj. Secs: 3
Inj. kV: 15.0
Run kV: 15.0
Run : 60
Run Time: 30
ABI PRISM® 310 Genetic Analyzer
VI.A
auto analyze
ABI PRISM® 310 Genetic Analyzer User's Manual
PowerPlex® 16 System 4
ILS Internal Lane Standard 600
PowerPlex® 16 Allelic Ladder Mix 96 3
4
Internal Lane Standard 600 ILS 600
[ 1.0plILS 600 x 1 + [ 24.0u
x 1
25.0ul 1.0ul
2,000rfu
Gold ST R 1x Buffer
DNA
2 4 10/
18 10/20 ILS 600
25.0ul  PowerPlex® 16 Allelic Ladder Mix
1.0ul
95 3
3
48 96

Tel. 03-3669-7980 prometec@jp.promega.com
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“Runil
. Raw Data  Status
1
40
. GeneScan® Analysis GeneScan®
.1 Raw Data
“sample” “raw data”
[ 1
X
Analysis Range Start: defined in step 5
Stop: 10000
Data Processing Baseline: Checked
Multi Component: Checked
Smooth Options: Light*
Peak Detection Peak Amplitude Thresholds**:
B: Y:
G: R:
Min. Peak Half Width: 3pts
Size Call Range Min: 60
Max: 600
Size Calling Method Local Southern Method
Split Peak Correction None
* Smoothing Opitons
THO1 93 10
50 200rfu
GeneScan® Analysis Analysis Parameters
“define new” VIII.
D 1 D
GeneScan® Analysis Size Standards
CXR TMR
100 200rfu CXR
ILS 300rfu

Tel. 03-3669-7980 prometec@jp.promega.com 14
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VII.
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10.

2,000rfu

2,000rfu

11.

ABIPRISM® 377 DNA Sequencer

Long Ranger® gel solution BMA
50611 Long

Ranger Singel™ pack for ABI

sequencers 377-36cm  BMA

50691
10 ammonium persulfate
V3131
TEMED V3161
Urea V3171
TBE 10 x
Nalgene® 0.2

Long Ranger®

Vil

36cm
36cm 0.2mm
36-
34-
0.2mm

Liqui-Nox®
Matrix FL-JOE-TMR-CXR
DG2860

ABI PRISM® 377 DNA Sequencer

1. 1 Liqui-Nox®

36cm

Tel. 03-3669-7980 prometec@jp.promega.com
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Promega
2.2 0.2mm
4
3. 10 5 Long Ranger®
50ml
10 5 Long Ranger® Polyacrylamide Gel
5 Gel
189 6M
26ml -
10x TBE 5ml 1x
50 Long Ranger® 5ml 5
50ml
Long Ranger Singel™ Packs
4. 0.2um Nalgene®
5
5. 50ml 35ul  TEMED  250ul 10
6. 30cc
2
7 36 34
64 96
8 3
9.
10. 2
(
Matrix FL-JOE-TMR-CXR DG2860 )
Matrix FL-JOE-TMR-CXR Technical Bulletin #TBD015 DG2860
Technical Bulletin
WWW.promega.com
ABI PRISM® 377 DNA Sequencer
ABI PRISM® 377 DNA Sequencer

Tel. 03-3669-7980 prometec@jp.promega.com 16
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1. ABI PRISM® 377 Collection

2. GeneScan® Analysis Software User's Manual

“sample info”

PowerPlex® 16 Allelic Ladder Mix

“sample info”

“Ladder” PowerTyper™

16 Macro DG2850

3. GeneScan®

Plate Check Module:
PreRun Module:

Run Module: GS36A-2400

Collect time: 3 hours

Well-to-Read distance: 36cm
4.
5. VII.B
1.
2.

1 2mm
3 / 377
4. ABI PRISM® 377 DNA Sequencer User's Manual
5. TBE 1x
6. 30cc
19
7.
“PreRun” 15 20
40
8.
Tel. 03-3669-7980 prometec@jp.promega.com
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PowerPlex® 16 System 4 Internal
Lane Standard 600 ILS 600
2 3 PowerPlex® 16 Allelic Ladder Mix
1. ILS600 Blue Dextran Loading Solution
[ 0.5ulILS 600 x 1 + [ 1.5ul Blue Dextran Loading Solution x
1
2. 2.0ul 1.0ul
2,000rfu
Gold ST R 1x Buffer
DNA
2 4 10/18 10/20
ILS 600
3. 2.0ul  PowerPlex® 16 Allelic Ladder Mix 1.0ul
4.
5 95 2
DNA
6. 15 20 “pause”
8
7. 30cc
1.0 2.0
8. 1.5l H
9.
1. “Cancel”
3 “Run”
2.
3. 3 600 ILS
4.
5.
“Start”
6. GeneScan®

Tel. 03-3669-7980 prometec@jp.promega.com 18
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10.

11.

HCI

Www.promega.co.jp

Analysis Range Start:

Stop: 10000

Data Processing

Baseline: Checked

Multi-Component: Checked
Smooth Options: Light*

Peak Detection

Peak Amplitude Thresholds**:

B: Y:
G: R:
Min. Peak Half Width: 3pts
Size Call Range Min: 60
Max: 600
Size Calling Method Local Southern Method
Split Peak Correction None
*
THO1 93 10
**
50 200rfu

GeneScan® Analysis

“define new”
1 D
GeneScan® Analysis

2,000rfu

2,000rfu

15

Analysis Parameters

VIII.
Size Standards
1 Liqui-Nox®
2N

Tel. 03-3669-7980 prometec@jp.promega.com
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VIIL.
A. PowerTyper™ 16 Macro
PowerPlex® 16 System
ABI Genotyper®
PowerPlex® 16 System ABI PRISM® 310 Genetic
Analyzer 377 DNA Sequencer GeneScan® Analysis
Genotyper®
PowerTyper™ 16 Macro DG2850
PowerTyper™ 16 Macro Genotyper® 2.0 2.5 : “sample info”
Genotyper® 2.0 2.5 PowerTyper™
Macintosh®
PowerPlex® 16 Allelic Ladder Mix “sample info” “ladder”
“ladder” “views”
PowerPlex® 16 System 16 Penta “S_hOW dye/lanes
E D18S51 D21S11 THOl D3S1358 FGA TPOX D8S1179 VWA Amelogenin | Window
Penta D CSF1PO D16S539 D7S820 D13S317 D5S818
2,000rfu
B.
1. PowerTyper™ 16 Macro DG2850
2. Genotyper® PowerTyper™ 16 Macro
Genotyper® Genotyper® User’'s Manual
3. “import” GeneScan® Project
Genotyper® 2.5
preferences
4. “Check ILS”
1
ILS 600
GeneScan®
ABI PRISM® 310 Genetic Analyzer TMR
FGA TPOX D8S1179 vWA Amelogenin 1,000rfu
150rfu
ILS 600 150
200rfu

Tel. 03-3669-7980 prometec@jp.promega.com 20
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“POWER”

Www.promega.co.jp

5. "“POWER”

“POWER”

Penta E D18S51 D21S11 THO1 D3S1358

2 I1.B

GeneScan® Analysis Genotyper®

6. “Allelic Ladders”

Penta E D18S51 D21S11
THO1 D3S1358 JOE Penta E

CSF1PO D16S539 D7S820 D13S317 D5S5818 TMR

FGA TPOX D8S1179 VvWA Amelogenin

7. “Display Fluorescein Data”
8. “Display TMR Data”

9. “Display JOE Data”

Tel. 03-3669-7980 prometec@jp.promega.com
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10. “PowerTable” “Make Allele Table” “Make CODIS Table”
3
PowerTable 1
4
Allele Table CODIS
Table 1 2
1 3
2 Allele Table
CODIS Table
“table” “export” “table”
Microsoft® Excel
PowerTable
Sample Sample Peak Peak Peak Peak Over- Low Satura | Edited | Edited
Info Comment Category 1 2 3 4 flow Signal -tion Label Row
Allele Table
Sample Category Category Category Category Category Category Category Category
Info Allele 1 Allele 2 Allele 1 Allele 2 Allele 1 Allele 2 Allele 1 Allele 2
CODIS Table
Sample Info Category Peak 1 Peak 2
PowerTyper™ Macro
Genotyper® 1
. “save as”
11. “file” “save as” B .
save
PowerTyper™ Macro  Genotyper® 1
“save as” “save”
C.
1.
2. 9947A DNA
2,000rfu DNA
9947A DNA
3 I1.B
Tel.

03-3669-7980 prometec@jp.promega.com 29
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D.
IB|m B IO0 130 14D 1RD 180 200 220 240 EBD 2RO A00 SP0 D40 560 580 40 420 440 450 480 500 50 540 RO GH1 E00
1200 0351358 TH1  D21511 D1BSE1 FPaenta E
Wlil_'
400,
I:l-'h JL () A A L
[HE oo (1=
1200 ] Ds5a18  D135317 D7S820 DI6Ss30 CSFIPO Panta D
=00 |
0]
(N =0 (15rg
i Al Das117s TRPOX  FGA
00 ] '
400, M
ﬂ: L
1200]
op 8080 | 120 140 180 180 298 DEQD 075 325 350 375 425 450 475
wu'
D.

1 PowerPlex® 16 System

1 DNA 0.5ng PowerPlex® 16 10 x Primer Pair Mix
Internal Lane Standard 600 ABI PRISM® 310 Genetic Analyzer
3 GeneScan®

A D3S1358 THO1 D21S11 D18S51 Penta
E

B JOE D5S818 D13S317 D7S820 D16S539 CSF1PO
Penta D

C TMR Amelogenin VWA D8S1179 TPOX FGA

D Internal Lane Standard 600

Tel. 03-3669-7980 prometec@jp.promega.com
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Promega
AL LT R B (L |||||
i [zt ang “ ” 21541 i i i [4y | | | |
I PRl . dier GRE] i-am I-mr
11
=]
| I i
ml%a[ﬁ'[ il B B e [
EICHEREIIE 5 1offraf{ra}fre]j18)j=n]j2z
[14] [17] [0 25
10
Boon gz M 0 @0 0 M0 40 20 M0 3N B0 M0 30 T W0 40 0 4ED 4R
| Dexain | [ L'l'IE:.":iEﬂlI_IJ?EB:E'l:Il [ DHessx | [ csFien || Perva [ |
W PR B AL dder (NE] 7 Gresn laddor
A0
m
1|
mm | & Iﬂlﬂéﬁ
Rl EI:EE[EIII!
C.lop 12 140 (80 1e0 3200 D zdp 0 80 0 G20 D 360 B0 400 420 440 46D 490
[ [eS1 17 TEr | EGA
PP AL Ader ) 2 Rlbe ladas
4
£
1 30
|._,| J.d Iy Lﬂ LR ILEILL gty
] IlIIl‘[E'EE[EIE H mmlm ‘ e] [12]|(] (=] el (21
i [11] s [17] oo HEEEE
[12] 15 |18 [21] [16]) ] |[24][=7] 23
13:-
159.7][[23 2]
202 |20.3
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Promega
A.
10 TAE 50x (pH7.2)
0.05¢g 500ul 242g Tris base
50mi 57.1ml
250pl 10 100ml 0.5M EDTA
Trisbase EDTA 500ml
Blue Dextran L
88.25
15mg/ml blue dextran
4.1mM EDTA (pH 8.0) TBE 10x
107.89 Tris base
7.44g EDTA
Amresco  Ultra Pure Grade (Na,EDTA 2H;0)
( 0606) 55.09g
Trisbase EDTA  800ml
100pS/cm pH pH 8.3
1
(10mg/ml) TE-* [10mM Tris-HCI, 0.1mM EDTA (pH 7.5)]
1.09 2.21g Tris base
100ml 0.037g EDTA
(Na,EDTA 2H,0)
Trisbase EDTA  900ml
HCl pH 7.5
1
Gold ST R 10x Buffer
500mM KCI
100mM  Tris-HCI 25 pH 8.3
15mM MgCl,
1 Triton® X-100
2mM dNTP
1.6mg/ml BSA
Tel. 03-3669-7980 prometec@jp.promega.com 32



O Wwww.promega.co.jp

Promega
B

Fluorescent STR Multiplex System

PowerPlex® 1.2 System@® 100 DC6101
400 DC6100

Internal lane Standard 600* 1501 DG2611
Fluorescent Ladder CXR, 60-400 Bases* 65Ul DG6221

Matrix FL-JOE-TMR-CXR** 204 DG2860

Gold ST R 10x Buffer* 1.2ml DM2411

Mineral Qil* 12ml DY1151
Nuclease-Free Water* 50ml P1193

(2x 25ml)

**
DNA

ReadyAmp™ Genomic DNA Purification System 100 A7710

Wizard® Genomic DNA Purification Kit 100 A1120

500 Al1125

SV Total RNA Isolation System 50 Z3100
Ammonium Persulfate 259 V3131

TBE Buffer 10x 1L V4251

TEMED 50ml V3161

Urea 1kg V3171
ART® Aerosol-Resistant Tips 11

/

ART® 10 Ultramicro Pipet Tip 0.5-10ul 960 DY1051
ART® 20E Ultramicro Pipet Tip 0.5-20ul 1,000 DY1061
ART® 20P Pipet Tip 20ul 960 DY1071
ART® GEL Gel Loading Pipet Tip 100pl 1,000 DY1081
ART® 100 Pipet Tip 100pl 960 DY1101
ART® 100E Pipet Tip 100pl 960 DY1111
ART® 200 Pipet Tip 200yl 960 DY1121
ART® 1000 Pipet Tip 1,000ul 768 DY1131
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Pipetlors

ART®
10
0¥ 1051

ART®
20E
0¥ 1081

ART®

DY1071

ART®
GEL
D¥1081

ART®
100
0¥110

ART®
100E
DY1111

ART®
200
oY11

ART=
1000
0Y1131

Eppendort® Digital,
0.5-10ul

Eppendort® Digital,
2-10ul, 2204l

Eppendort® Digital,
10=100ul

Eppendor® Digital,
100=1,000pl

Finnpipatte®™ Digital,
H=40ul

Finnppatte™ Digital,
40-200y1

Finnpipatte® Digital,
200-1,000pl

Oxford Banchmala®,
0.5=10ul

Ciford Benchmala®
10=50pl

Cxlord Benchmate®,
A40-200ul

Cxford Benchmale®,
2001 000

Oixlond Benchmale®
Multichannel, 5=50jl

Cxlord Benchmate®
Multichanmel, 40-2004

Pipeiman® P-Z, 0=2ul

Pipelman® P-10, 0.5-10u!

Fipeiman® F-20, 0=20pl

Pipalman® P-100, 0—100ul

Pipaiman® P-200, 0-200ul

Pipelman® P-1000,
0-1,000ul

Titartek® Labsyslems
Mullichannel, 5-50ul

Tiartak®/Labsystams
Multichanmel, 50-300p

Ulstar V-3 Sarles,
2-20ul

Ulstar V-3 Sarles,
20200y

Ulstar V-3 Sarles,
200-1,000ul

Tel. 03-3669-7980 prometec@jp.promega.com 34



O Wwww.promega.co.jp

35

a)STR loci are the subject of U.S. Pat. No. 5,766,847 and German Pat. No. DE 38 34 636 C2, issued to
the Max-Planck-Gesellschaft zur Férderung der Wissenschaften, eV, Germany. Exclusive rights have
been licensed to Promega Corporation for uses in human clinical research and diagnostics applications
and all forms of human genetic identity. The development and use of STR loci is covered by U.S. Pat. No.
5,364,759 assigned to Baylor College of Medicine, Houston, Texas. Rights have been licensed to Promega
Corporation for all applications.

U.S. Pat. No. 5,599,666 has been issued to Promega Corporation for allelic ladders for the loci CSF1PO,
F13A01, FESFPS, LPL and VWA. U.S. Pat. No. 5,674,686 has been issued to Promega Corporation for
allelic ladders for the locus CSF1PO and the combination of allelic ladders for the loci CSF1PO, FESFPS
and THO1. U.S. Pat. No. 5,783,406 has been issued to Promega Corporation for allelic ladders for the
locus CSF1PO. U.S. Pat. No. 6,156,512 has been issued to Promega Corporation for allelic ladders for
the loci D16S539, D7S820, D13S317 and D5S818.

Use of Promega’s STR Systems requires performance of the polymerase chain reaction (PCR), which is
the subject of European Pat. Nos. 201,184 and 200,362, and U.S. Pat. Nos. 4,683,195, 4,965,188 and
4,683,202 owned by Hoffmann-La Roche. Purchase of Promega’s STR Systems does not include or
provide a license with respect to these patents or any other PCR-related patent owned by Hoffmann-La
Roche or others. Users of Promega’s STR Systems may, therefore, be required to obtain a patent license,
depending on the country in which the system is used. For more specific information on obtaining a PCR
license, please contact Hoffmann-La Roche.

(b)U.S. Pat. No. 5,843,660 has been issued to Promega Corporation for multiplex amplification of STR
loci. Other patents are pending.

© 2000, 2001 Promega Corporation. All Rights Reserved.

GenePrint, PowerPlex and Wizard are trademarks of Promega Corporation and are registered with the
U.S. Patent and Trademark Office.

PowerTyper and ReadyAmp are trademarks of Promega Corporation.

ABI PRISM, GeneScan, Genotyper and MicroAmp are registered trademarks of The Perkin-Elmer
Corporation. AmpliTaqg Gold and GeneAmp are registered trademarks of Roche Molecular Systems, Inc.
ART is a registered trademark of Molecular Bio-Products. Eppendorf is a registered trademark of Eppendorf-
Netheler-Hinz GmbH. Finnpipette is a registered trademark of Labsystems Oy. FTA is a registered
trademark of Flinders Technologies, Pty, Ltd., and is licensed to FITZCO, Inc. GenBank is a registered
trademark of the U.S. Dept. of Health and Human Services.

Liqui-Nox is a registered trademark of Alconox. Long Ranger is a registered trademark of FMC Corporation.
Macintosh is a registered trademark of Apple Computer, Inc. Microsoft is a registered trademark of Microsoft
Corporation. Nalgene is a registered trademark of Nalge Nunc International. Oxford Benchmate is a
registered trademark of Sherwood Medical Industries. Pipetman is a registered trademark of Gilson Medical
Electronics. Titertek is a registered trademark of Flow Laboratories. Triton is a registered trademark of
Union Carbide Chemicals and Plastics Co., Inc.

All prices and specifications are subject to change without prior notice.

Product claims are subject to change. Please contact Promega Technical Services or access the Promega
online catalog for the most up-to-date information on Promega products.
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