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Methyltransferase-Glo: a universal, bioluminescent and homogenous assay
for monitoring all classes of methyltransferases

Epigenomics (2016) 8(3), 321-339.
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Characterization of the histone methyltransferase PRDM9 using biochemical,
biophysical and chemical biology techniques
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Quantitative profiling of the activity of protein lysine methyltransferase SMYD2
using SILAC-based proteomics

Mol. Cell. Proteomics, Mar 2016; 15: 892 - 905.
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