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IRIRAbkPCR

—=. 5 -3 3 -5 e
nE RAT=SIIR | 1avRoLF—t  THVRGLT—E  HREY
147 s = HA4X
Al A
A5>45—K PCR
® ; e GoTag® G2 Green Master Mix _ 0
GoTaqg® G2 Green Master Mix e e (@) @) <5 kb 3A
® ; * GoTag® G2 Colorless Master Mix _ o
GoTag® G2 Colorless Master Mix o Mo WD @) @) <5 kb 3A
e GoTaq® G2 DNA Polymerase
GoTaq® G2 DNA Polymerase  5X Green GoTag® Reaction Buffer = @) = <5 kb 3A
 5X Colorless GoTag® Reaction Buffer
e GoTag® G2 Flexi DN@{\ Polymerase
® ;  5X Colorless GoTaq” Flexi Buffer _ o o
GoTaq” G2 Flexi DNA Polymerase « 5X Green GoTag® Flexi Buffer O <5 kb 3A
® MgCl,
GoTaq® G2 Hot Start Green e GoTag® G2 Hot Start Green Master Mix _ ,
Master Mix o Nuclease-Free Water o o <5kb A
GoTaq® G2 Hot Start Colorless e GoTaq® G2 Hot Start Colorless Master Mix _ ,
Master Mix o Nuclease-Free Water o o <5kb A
e GoTag® G2 Hot Star; Polymerase
GoTag® G2 Hot Start Polymerase - G Caass EuE e i — O — <5 kb 3A

GoTag® Long PCR Master Mix

Pfu DNA Polymerase

BILFRMEIL—F (cGMP JL—F)

 5X Green GoTaq® Flexi Buffer
® MgCl,

e GoTaq® Long PCR Master Mix, 2X
e Long PCR Control Primer Pair

© Human Genomic DNA
 Nuclease-Free Water

o Pfu DNA Polymerase
o Pfu 10X Reaction Buffer w/20 mM MgSO,

e GoTag® MDx Hot Start Polymerase
 5X Colorless GoTag® Flexi Buffer

<40 kb

<10 kb

0% PCR

3" A/ blunt

I\{T47UF1— PCR

blunt

Glycerol-free

 MgCl,

® - - ,
GoTaq® MDx Hot Start Polymerase o 5X Green GoTag® Flexi Buffer @) <5 kb 3A
® MgCl,
e GoTag® MDx Hot Start Polymerase,
GoTaq® MDx Hot Start Polymerase, Glycerol-Free _ ) _ <5kb 3 A
Glycerol-free o 5X Colorless GoTaq® Flexi Buffer
® MgCl,
GoTag® MDx Hot Start Polymerase
GoTag® MDx Hot Start Taq Polymerase, | - Gl . . ’
High Concentration : fﬂ); (C;EIorless GoTag® Flexi Buffer O <5 kb 3A
e GoTag® MDx Polymgrase
®  5X Colorless GoTaq” Flexi Buffer _ _ p
GoTaqg® MDx DNA Polymerase « 5X Green GoTag® Flexi Buffer O <5 kb 3 A
o MgCl,
® e GoTag® MDx DNA Polymerase, Glycerol-Free
GoTag" MDx Polymerase, o 5X Colorless GoTaq® Flexi Buffer == @) == <5 kb 3A




dNTP =5

MgCl, =% HAZ*

hHOIES

100@5 | M7822

_ o o 5
1,000E4 | M7823
100@% | M7832

_ _ 5 5
1,000E4 | M7833
100U | M7841

o} BIRREA
N BN C1141 o 500u | M7845
2500u | M7848
100u | M7801
O il IN — 500 u M7805
_ . "

& iR 2500u | M7806
10,000u | M7808
O o o o 100 @15 M7422
G 1,000 @4 | M7423
o 100@s | M7432

GE) - o o
o 1,000 @4 | M7433
100u | M7401
O o BREA s 500u | M7405
G e B = 2500u | M7406

O
(1)

ARREA
C1141

10,000 u

100 u

M7741

500 u

M7745

O e} BISREE A o 500 u D6005
Fitx) EIRE] U1511 2,500 u D6006
10,000 u D6008

@) _ BREEA Y
GAE) U1511 PIEIESS 500 u D6201
- s R Rlaz 500U | D400
— — Elﬂ]?giﬁf\ Gl 500 u D4101

* 50 Jl RISRCOERE CET.

B35 100 u (& 50 pl &Itk 80 B3 (CHE =,

IRiKA> PCR
&Rk & BhERMm

i 94X hyOIES
Ny T7—

5X Green GoTag®

Reaction Buffer 20ml M7911
5X Colorless GoTag®

Reaction Buffer 20ml M7921
5X Green GoTag®

Flexi Reaction Buffer 20 ml M8911
5X Colorless GoTag®

Flexi Reaction Buffer 20ml M8901

dNTP
200 pl U1511
1,000 pl U1515
25 pymol U1205
dATP, 100 mM 40 pmol U1201
200 pmol U1202
25 pmol U1225
dCTP, 100 mM 40 pmol u1221
200 pmol U1222
25 pmol U1215
40 ymol U1211
200 pymol u1212
25 pmol U1235
dTTP, 100 mM 40 pmol U1231
200 pmol U1232
2 10 pymol U1330
2 25 pymol U1420

dNTP Mix, 10 mM

dGTP, 100 mM

Set of dATP, dCTP, dGTP, dTTP

(% 100 mM) % 40 pmol U1240

% 200 pmol U1410
dUTP, 100 mM 40 pmol u1191
Set of dUTP, dCTP, dGTP, dATP % 10 pmol U1335
(EE# 100 mM) % 40 pmol U1245

dNTP cGMP JL—FR

) ) 200 pl C1141

PCR Nucleotide Mix, 10 mM
Heleotce B m 1,000 pl C1145
PCR Nucleotide Mix, 25 mM 1,000 pl U1432
Magnesium Chloride Solution, 1.5ml A3511
25mM 25ml A3513

cGMP JL—R

cGMP (Current Good Manufacturing Practice) [&. E=
R, Bl BLOEEKBDRS - RESEICH
WCIREXRETEASNTVDHA RS AV THN.
TOEMIF. BRKRIRES. HERR. TOMORHIR
BOWFNTHO>TH. CNHDOHEMD—E ., BE.
Z2UEHRRITDIETT,

GoTaq® G2 Polymerase

GoTaq® DNA Polymerase (1E3RfR) DA T4 DR
THDHDITHU. GoTag® G2 DNA Polymerase (55 2 t#
RODAEIRZ BEER THD. BEETOEADMEICKLDOY
METED—EUE/ T4—< R %ZERUE T,



GoTaq® G2 Master Mix

GoTag® G2 DNA Polymerase. dNTP.

DITVU=WIRT, HEETTAN—ZANBDIEIFTTHERATESE
J, mEESNcBERE)/ W I7—DEFEDEICKD. ZEER
7% Taq DNA Polymerase KD BN/ T4+ — XV RAERLUE T, DMSO (8%). Betaine (1 M) DDRMIAEIRECT
MgCl, EE(EERRED IX R ClE 1.5 mM [CHEDER T,

Consistent performance with
GoTaq® G2 Master Mixes

o BNIRHRE
MgCl, BRI T 7— o RETHERNBO—FAVITLADIRI—ZwIR

s JI/FAEVITRESZH (FORILED)

GoTaq® G2 Master Mix I%
BLlEI—ryNCEVWNERTR T
33ng DEDNAZ#HETLE U, GoTag® G2
Green (G) & Colorless (C) Master Mix. {7t
@ (LR T. Q. N) ZHLWCZENZN
DI Za7)VICREVIBIEZ T, fiitt

mm—— ] BEDEIEERIC/\SDENESNBDIC

2.2kb APC model 1.

A. 5yl 10pl 15pl 20l
ot -
Before . .

B. Spl 10l 15pl 20p1

After

=z=An

3kb (3-globin model  360bp o.-1 antitrypsin model %I, GoTag® G2 DNA Polymerase Master Mix
[FLELCBVINEZRUC.

Green Master Mix DI5 & (35D UHO—T 1 I 5 A BFIISIITHD. PCR It ZEZDEE )
BO—RT )T TSATEET,

1X Green GoTaq® G2 Reaction Buffer ZFL\7= GoTaq® G2 DNA Polymerase it DESKE

5X Green. 5X Colorless Reaction Buffers (Tl > ) LDLEEZEINS B HIEEWHZENTHD. ZHAO—RATILDDT)LA
TOYTIVHBBITED 2 PCR RISED T Y TV aBEZR 7 AO—RCP TS5A L. BRIXBZETOICENTEFT,
Green Reaction Buffer (C2E 1% 2 BDEFRMD (BFEHBLUEER) K PCR RINVEEE I HEFHhEEA. BEREBRIFE3 ~
5 kb* @ DNA Wi EBIUBIE TBEIL. =D Esk(E 50 bp LU * D DNA #iH EEIUEIS THEILE I, Colorless Reaction
Buffer (&, 1BIERINVEICERNFEESZ DMHBEPHNBEDRAEREDT TUT —2aV[CHERSNET,

*TIVDREICHKFLE T,

o RYRRS—IEDSTSAT—5 1 TR PIERN GoTaq® G2 Hot Start Master Mix
SRR (R GoTag® G2 DNA Polymerase, dNTP, MCl, & & O 2 i/ T
o FNE 24 BESEICEVTEEDSHEWTF—I VR TP—DIUIVIRT, HRETSAT—EANBRIT
e TAY—SwHRAIRBHEAD (Green) &EE (Colorless) {EFTEEF - GoTag® G2 DNA Polymerase (C[d5& 1472 70w
S ERIRETSE I BIATMEALTHD, RUXS—UEHFNENE

DMSO (5%). Betaine (1 M) ODAIMAFEETT
I —hU VTV THEBEOEEN DD,

GoTaq® G2 Hot Start Master Mix [&
EBNRECTERISIEEERT

2.2 kb APC #ZR9E T ZRc 2D gDNA (33
ng. 3.3ng BRU 330 pg [HEEER EN'SH])
H'S GoTaq® G2 Hot Start Green (G). Colorless
(C) Master Mix & & U fib #t 8 & (L1, L2,
Q+. T) ZALCEBIRLIZ.

MATwT (94-95C. 2 D) TEEINET. CDiky
h A& —h PCR TIFRUXS—EEEN 70CLL N CIFREE
ETNBDT. BRCOEYNZYINEIRECT .

2kb

- — - - - - -w — e
\ h%nsiﬁvim \\ //

Robust Yield Lower Scng‘h\/rh?

11416TB



WELE PCR VA5 Ls - BELEEER

BRR ([BRIDEI0BESEMEFr—MNIHm) TS51v— dNTP MgCl, RNase PEEHI
© GoScript™ Reverse Transcriptase O
D EAoSé,iriptTM 5X Reaction Buffer 50 @45 A5000
© MgUl,
GoScript™ Reverse o Qligo(dT);s Primer
Transcription System | ® Random Primers o o o o
© PCR Nucleotide Mix
 Recombinant RNasin® Ribonuclease Inhibitor 100 @5 A5001
 Nuclease-Free Water
GoScript™ Reverse | e GoScript™ Enzyme Mix @ Enzvme Mix [ 50 @43 A2790
Transcription Mix, © GoScript™ Reaction Buffer, Oligo(dT) Reaction Buffer [C=H ZyAﬁ -
Oligo(dT)  Nuclease-Free Water = 100 @45 ! A2791
GoScript™ Reverse | e GoScript™ Enzyme Mix D Enzvime Mix [ 50 @5 A2800
Transcription Mix, ® GoScript™ Reaction Buffer, Random Primers Reaction Buffer [C=ZH zygﬁ -
Random Primers  Nuclease-Free Water 100 @4 ' A2801
. , , REREEA 100 @5 A5003
GoScript™ Reverse | gggg;:ggx givs;iggﬁnsgggase @ C1181 billbai=IN o AEREA
Transcriptase or C1141 N2611
P * gC, e B00E ' | AS004
3%
s N 100000® | Mi701
M-MLV Reverse ® M-MLV Reverse Transcriptase @ C1181 01221 Buffer [C RIREEA
Transcriptase © M-MLV RT 5X Buffer or 01211 =] N2611
C1101 1231 50,000 u® M1705
AEmA | TIRA
M-MLV Reverse ) ' % U1201 _ N
o \- C ||, 8
ranscriptase, RNase i ' ,000 u
-(I-H ) intase. RN : m mw E$vg)r(sgqu;2pscnptase RNase H Minus ® C1Jr81 Hl 3121 Blge% ( F':’J\Esi%f\ 10.000 u° M5301
C1101 01231
M-MLV R maamA | PSSO 2500u" | Mage
- everse . _ .
o \- ) C | 3R E
Transcriptase RNase | 3 MLV R, Aase (), Paint Mutant cst 01221 B“geg B ,J\l‘fé‘ff\ 10,000u° |  M3682
(H-) Point Mutant c1101 U121
U1231 50,000 u*® M3683
o AMV Reverse Transcriptase (HC) ®
 Reverse Transcription 10X Buffer
© dNTP Mix
Reverse Transcription * MqCl,
Syst o Qligo(dT);s Primer @) @) @) O 100 @143 A3500
el © Random Primers
* 1.2 kb Kanamycin Positive Control RNA
© Recombinant RNasin® Ribonuclease Inhibitor
 Nuclease-Free Water
N5
AccessQuick™ * AMV Reverse Transcriptase ® B FREN Master Mix | Master Mix (Z 20E5) AT
RT-PCR System o AccessQuick™ Master Mix (2X) T5AN—7Z =5 - = 100 @45 ° A1702
o Nuclease-Free Water ALEAR (MgSo0,) 500 @4 ° A1703
* AMV Reverse Transcriptase ® s
o Tfl DNA Polymerase 20 [@5 A1260
© AMV/Tfl 5X Reaction Buffer J——
© dNTP Mix BLTFREN
qooess RTPCA « MgS0, IS54v—% o @ %0 ; — 100E5° | A1250
i o Upstream Control Primer AEAR R
© Downstream Control Primer
* Positive Control RNA with Carrier 500 [E% ° A1280
* Nuclease-Free Water
BREEA 300u° M5101
AMV Reverse o AMV Reverse Transcriptase ® C1181 AIREEA | Reaction Buffer|  BIREEA 1,000u°® M5108
Transcriptase o AMV RT 5X Buffer or U1511 == N2611 600 u°
C1101 oy M9004
(lﬁjllﬁrgnn)

1. 1 BID/RIHT total RNATES 5 pg. poly(A) RNA 785 500 ng & CHEELE L TR
2. 200 U T 2 ug D RNA ©'5 cDNA &AL ETAE
3. 200 U T 1 g D RNA ©'5 cDNA &RLETAE

4. 1 EIDRIT 1 g O RNA 858U TREF
5. 1 BIDRIGT 1 pg-1 pg FTD RNA 23571 U THER
6. 30U T 2 g @ RNA 1S cDNA &RZATRE

HELERER fREFv—b

@ GoScript™ Reverse

Transcriptase @ MMLV RT Point Mutant ® MMLV RT Deletion Mutant @ MMLV RT ® AMV RT
RINEE 42°C (37-55C) 40-55C 37C (~50C) 37C (~42°C) 42°C (37-58T)
RNase H ;&M% ‘D :{0) 0] &b [=[o)
EBRAGHR cDNA & 8.9 kb 7.5kb 6 kb 5kb 5kb
2 RIGE~OTE Jokk 0.2, ¢ * * *




GoScript™ Reverse Transcriptase . \{AE—h50—1E—+TIEEL mANA EEE

GoScript™ Reverse Transcriptase (& M-MLV X—X C&#dD/ v o BIFET Y/ —IUIEE DS ICitiE
TJr7—#AiEiRAUC PCR DS EEER CY, HEYE — -y o

= ZHDIEHEE (I RE RNA hS5TH
DR ORI EONSBEREDECRENL VD | e o ORHETERM a
EEY% cDNA [CERL CEDLDICT I AV ENTVET,

40 -
35 -|
30 -|

T&IALY RNA 2 TRIEERIE cDNA SR
GoTaq® 2-Step RT-qPCR system ZF Lz total RNA HR(D 6 D R1EDHS—4 vk
DEERBRZER T, 10 BFOREZZZ 9 =D total RNA 1>~ 7wk (10 ng/ pl

25 -

20 58S

C Values

" 15 . ’;;TAB S 0.1 fo/ pl) X TRINVEZRHZL. GoScriptM BERE R VE T oIz, &
 HPRT EERINEY 10 pl (100 ng iS5 1 fg A~ TV RNA [CHHZ) ZHIRE FBERE
L GoTag® GPCR OS>/ )L THERUTC. &7y EA 3FELAIVD RIS LTS
54 ® TBP1 =Tk TIEHOBEBHTRLUANIVFEIRD 5.8S (RNA. ELNJLFEIRD ACTB &
KU B2M. FhEHY7R HPRT. EKLN)LD RPL29 BKU TBP1 [CDWVTHERICTHK
0 T T T T T T T T 1 B&D&ETUlc. Total RNA RICHBIFEZNZEND I —TVAEDEBVICEHEN
0.00T 00T 01T 10 100 1,000 10000 100000 C, BISREDN. 1> TYNBD log ZAETEIC> 3.3 SRR EISHLDA 28
RNA Input ZLZRIERIESINTTLD,
22 -
c3 2.0 - GoScript™ Reverse Transcriptase
‘é’,g e RV A
s8 7 A fRFVhB
S8 5|  mmEERShC
58 o ERF U D
2L . ’ IEEAIICH T BRI
g In vitro SEE CER U RNA 7% Oligo(dT) 7254 ¥—ZAVWCHEERInS Bz (R
192 INRHIFEHERAECEN), T /—LEFEETNBIOEET (5%, 10%
““““ . BRU 20%) CTHEERMZEITL. GEUIC cDNA %Z GoTag® qPCR Master Mix &
0 s — 10 w fEAUT qPCR f##MfT LI, IT5./—ILIETFTE REFIE PO A J)LBIHEDZE b 7Z
FEEYILUANLDIERNZ L= (2Cginhibitor-Canone) [CZ#EUfc. T—4(3 3 EID
Ethanol [%(v/v)] R UfeRBOSBSINcHIEZERL TS,
» _ = S d =]
WELEE PCR #8Rkm & BSESRm
Rm HJ4X HhoynsBES G PB4 X hyOs&EsS
Ny T7— RNase PEEH|
M-MLV Reverse Transcriptase Buffer Pack M5313 , N 25000 | N2111
= RNasin® RNase Inhibitor
YEERTISA<— 10,000 u N2115
Random Primers 20 ug C1181 . . » 2,500 u N2511
- ) Recombinant RNasin® RNase Inhibitor
Oligo(dT);s Primer, 500 pg/ml 20 ug C1101 10,000 u N2515
. N 2,500 u N2611
RNasin® Plus RNase Inhibitor
10,000 u N2615

RNasin® Plus : it#h 1% - EZ{LiitiEdD a5 RNase FHEH]

RNasin® Plus [XMEFLEFRARMMEIRZ 5>/ ) OB THD. RNase A. B. C ZBEELE T,
AL PRI U CEVREEZRUE T, RNA BRA® RT-PCR. in vitro 5 / EHER

Unheated RNasin® PI - - -
CBVTENE) D5~V R ERBT B, T INOEHRECOBETT . woas st pus .~ -~ v~ v -
Unheated RNase A -+ + + - - o+ 3
Heated RNase A - - - -+ + - §
o BULICK T BIRTE : IRV IANEEZEER L. 7OT4TY A beJOvy S
T3 2 DDYRTA VHREERE RT-PCR IOHMRE B
RS 41 BN ® SPAS =, 47 ANA 11 1L THRAME RNasine Plus (40uni) 1yl S0
° RNA %\I“{/‘MEEB RNA %Bﬁcﬁﬂ RNaS|\n Plus & RNase DyE&E &7 INEAL CH RNase T2 iaso ADOR) 20, TR Rasn® P (400 T 713
ZEBROEMHEESEEL (70T, 159) SMLEE RaseA (20n0)2 pl ZRIDESIR fee L—>7 T
o BRSUDRRTIE | TS UEEUTRIRT DI A STREBK I e e e
JOXNI ST —TCREBICHBETE. KIEE RNase Z2FEUVHE> 90% luciferase control RNA 4226975 A < —. AccessQuick™ RT-
DIV IBEE L TEEY PCR System (A% OJ S A1701) T RT-PCR Z4T27c.

L/—>/ M (3 200bp DNA Step Ladder (O50O0158= G6961).



FE PCR (£ Thyrzy—N. Fast E—RICHE)

® GoTag® gPCR Master Mix, 2X
* CXR Reference Dye
© Nuclease-Free Water

GoTaq® qPCR
Master Mix

500 E15) AG001
2,500 15> A6002

il
bl
=
%

© GoScript™ RT Mix for 1-Step RT-gPCR
® MgCl,

 GoTag® qPCR Master Mix, 2X

* CXR Reference Dye

 Nuclease-Free Water

GoTaq® 1-Step
RT-gPCR System

WIS +EE PCR 500 @5 A6020

® GoScript™ Reverse Transcriptase

® GoScript™ 5X Reaction Buffer

* MgCl,

® GoTag® gPCR Master Mix, 2X

® QOligo(dT);5 Primer

© PCR Nucleotide Mix

* Random Primers

* Recombinant RNasin® Ribonuclease Inhibitor
* CXR Reference Dye

 Nuclease-Free Water

GoTaq® 2-Step
RT-gPCR System

TO—IR—=R (I\1TUIAE—YaviX)

 GoTaq® Probe qPCR Master Mix, 2X

WIRE
50 @19
U7 IEA L
500 @193

WERE+ES PCR AB010

200 @5 A6101

®
EAOT?Q ,\;).r obe gPCR | , CXR Reference Dye EE PCR
R IS * Nuclease-Free Water 1,000 =153 AB102
® GoTaqg® Probe Master Mix with dUTP
GoTaq® Probe 1-Step | e GoScript™ RT Mix for 1-Step RT-qPCR PES+ES PCR ANz A6T20
RT-qPCR System  CXR Reference Dye HE =
 Nuclease-Free Water 1,250 [El73 AB121
* GoScript™ Reverse Transcriptase
* GoScript™ 5X Reaction Buffer
® MgCl, S
R e GoTaq® Probe qPCR Master Mix, 2X FEE
GoTag® Probe 2-Step | e Oligo(dT);s Primer S = 50 @5
RT-GPCR System | » PCR Nucisotide Mix S +ER PCR UFILesL | AB10
 Random Primers 500 El5
* Recombinant RNasin® Ribonuclease Inhibitor
* CXR Reference Dye
 Nuclease-Free Water
UI7LYABHR
CXR Reference Dye  CXR Reference Dye HHNIF)URIE 100 pl C5411

GoTaqg® gPCR Master Mix

o SYBR Green | 71 D& REBFIRA OIRE
FDAB K ERESEYYIE BRYT Green® M

o KyhRY—h5 A1 T TERRNATHE
F—bAX—=2aVIRAF LICHHG

GoTaq® qPCR ¥U—X DFEEYEmiE

Standard Curve

inhibitor .

slope intercept R?
10% Guanidium Thiocyanate -3.52 40.1 0.998
2% Ethanol -3.54 40.5 0.999
Control (no inhibitor) -3.50 40.1 0.999

RNA T > T IVICEBEWEZARIU. GAPDH D mRNA 7= GoTag® 1-Step RT-qPCR
System ZAWVTIEBIRL .
REMRAE TIFEEWEDHEFRSN T, IVMNO—)LERBRDERZRUE.

* 20 pl ISR COEAEE

GoTaq® Probe qPCR Master Mix

o RIDF(E 5 pl FTRT—ILFO/aIHE

¢ S 7'0—7 : PrimeTime, TagMan,
Molecular Beacon 75 &

35 T - Only Promega
30 = detected 3.2pg
_ = of DD140 gDNA
25 —
o 20 [T

50ng 10ng 2ng 0.4ng 80pg 16pg 3.2pg
|“Promega | 21.8 | 287 | 260 | 281 | 308 | 336 |\ 355/
["VendorL | 228 | 244 | 267 | 292 | 320 | 360 | \0o/ |

GoTaq® Probe qPCR Master Mix D53 5 pl TOIEHE
e/ [\ DNA DFERRINZAL). 384 D). 5yl DRIGFRT THO1 ZikH
Ulz. #5818 3.2 pg DIBE. GoTag® CIBIEN' RS .



1-Step & 2-Step DiEIR

° cDNA [3FE
° BTV EREETTELL
o §—Uwbkhi1 DHHEIKSL

° cDNA ZEDTHEEV

* BYUTJILDOEHRSNTND

* 19 UIICDOE
DY —T v EER

CAIEAIE ChIEANIZ

1-step 2-step

o BEIFEREEOTVD

Ay FAUyp AUy FRAUyp

o B LR e ISAX—FIAT—DURTE o WERETH PCR TH o WEREEZRE/ W Ir—h
HORAVE =R~V o CDNA ZEABODREATICfEZ 750 ITF =NV AERBELTED U7 L% [ PCR =ZFEELIED

o MEWEALISY Y T o CDNA ZDEERICER D o BHESHYED. KOBRINDD'S
‘oonsg e 1-Step EHEANBE

o ERHE JV9ZR—Y3VDURTE

FAN—=ZAETO—TN—ADEIR

FANR—=R ((v5—HL—vavik)

TO—TRN—=R \1FUs1t—vaviE)

IBIEREE dsDNA f&& B3 AR TO—T
azxk O A
e HORDES PCR #ER JO—JDEIERICEDIC T ILI—DInE
SR 2TD dsDNA ZEE JTO—JEE I HIBREY ZESE
RIVFTILYIR = O (BudEABRET(ILY—ZFER)
RFRERARTIC LD QC &V T/ 1EVY O =
ZIb—Fwk O O (RILFILYIRDBE)
BUIIE 2 B2 RIVFTILYvIRADEBE)
NUF—v3ay z =
7IVr—vay
BEIETFRIEEE A O
DNA B2 @) @)
ChiP O O
SNP Iz /51 EVT — @)
microRNA = O
JE—$RT = O
(MR ZE R DR = O
EHIC LD FYRD=ER
4/ Ls DNA. cDNA GoTag® qPCR Master Mix GoTag® Probe gqPCR Master Mix
RNA GoTaq® 1-Step RT-gPCR System GoTaq® Probe 1-Step RT-gPCR System
GoTaq® 2-Step RT-gPCR System GoTaq® Probe 2-Step RT-gPCR System
=
Eb gDNA DemEF vy
L B Y4 Z hynosEs -2
 ProNex® DNA QC Dilution Buffer
© 2X ProNex® DNA QC Master Mix 200 E15) NG1002
ProNex® DNA QC Assay ABI 7500/7500FAST | e 20X ProNex® DNA QC Primer-Probe-IPC Mix, o ENDNA BSEN TS
EEHEAE | ABl 7500/7500FAST ABI 7500/7500FAST o YILFOAE—5—H VN CIEReER -
© ProNex® DNA QC gDNA Standard 800 @5 NG1003 ® 75bp. 150 bp BKVF 300 bp % 1 DT
© Nuclease-Free Water TEFHSIRL, 1BIREY BN
« ProNex® DNA QC Dilution Buffer JERELCETi o
© 2X ProNex® DNA QC Master Mix 200 E15) NG1004 * PCR Kﬁ%mgﬁ&?ﬁﬁnkgjéfﬂ\l‘%‘li
ProNex® DNA QC Assay BioRad CFX96™ o 20X ProNex® DNA QC Primer-Probe-IPC Mix, AR T DICHDABRY T AT T/
TEEHTE : BioRad CFX96™ BioRad CFX96™ O-Z20
 ProNex® DNA QC gDNA Standard 800 @45 NG1005
© Nuclease-Free Water
 ProNex® DNA QC Calibration Standard, FAM
 ProNex® DNA QC Calibration Standard, CFG540
® G © ProNex® DNA QC Calibration Standard, TAMRA NG1002. NG1003 B2
ProNex™ DNA QC Assay Calibration Kit, 7500 | pronex® DA QC Calibration Standard, Q670 118 NG1001 | o)) 51— s et
 ProNex® DNA QC Calibration Standard, CXR
 ProNex® DNA QC Calibration Buffer




PCR Optimization Kit

THBRSNTC 8D/ W T7—E MgCl, Iy b XS — o
MRRUAS—EDZENDFYNCT. FHEDTSA
N—&feldT7O0—J7%Z AW CEA D3EERICREE PCR o

KU ZHRICRETDCENTEE T, —ERERMAF
DSRENE, HEDF —5 —AARBHEETY,

EB{LFIE

©Q /tvo7—& mgel, BEOSE(L
8D /Ny T7—& MgCl, REZIRD. R

DEWVHEBEDEZRET

@ 7=—voIEEDOREL

O TCEARERBICOVT., P=—UVIEE
FUERO CRER AR

iBE®DPCR. ¥ILFTILYIAPCR. EE (U7ILFA L) PCR.
GC UvFHEAIICIELY PCR DERIESR{F DIERIFIRET

cGMP JL—R (cGMP [CDWTIE 3 N—I T ZTBRLEE L)

€ tuxS—tEREOREL

O CRARRHETRUAS—EDBRER
D, MgCl, REBMAREL TR

PCR VRAY—ZyIRAEEDcH DFMEFFE(LFVH

&

PCR Optimization Kit

B

e GoTag® MDx Hot Start Polymerase
® 5X PCR Buffer (8 #& : Buffer A ~ H)
e 25mM MgCl, Solution

PR hynIES BE

1 D2381

5X PCR Buffer A

e GoTag® MDx Hot Start Polymerase
o 5X PCR Buffer A
* 25mM MgCl, Solution

13 D2301

5X PCR Buffer B

e GoTag® MDx Hot Start Polymerase
e 5X PCR Buffer B
e 25mM MgCl, Solution

1 D2311

5X PCR Buffer C

© GoTag® MDx Hot Start Polymerase
© 5X PCR Buffer C
* 25mM MgCl, Solution

1 D2321

5X PCR Buffer D

e GoTag® MDx Hot Start Polymerase
o 5X PCR Buffer D
® 25mM MgCl, Solution

1 D2331

® cGMP JL—k

5X PCR Buffer E

e GoTag® MDx Hot Start Polymerase
© 5X PCR Buffer E
e 25mM MgCl, Solution

© GoTag® MDx Hot Start Polymerase
JZwhE 500 units

15 :
- o BN\WIP—FE 1ml

D2341

5X PCR Buffer F

e GoTag® MDx Hot Start Polymerase
® 5X PCR Buffer F
® 25mM MgCl, Solution

1 D2351

5X PCR Buffer G

e GoTag® MDx Hot Start Polymerase
© 5X PCR Buffer G
* 25mM MgCl, Solution

1 D2361

5X PCR Buffer H

e GoTag® MDx Hot Start Polymerase
e 5X PCR Buffer H
® 25mM MgCl, Solution

1 D2371

PCR Optimization Kit for

Lyophilized Assays, Custom

MRIEFZIR PCR VA —SwIREEZENEUC
REEFuh

e GoTag® MDx Hot Start Polymerase
© 5X PCR Buffer LD

© 5X PCR Buffer LE

© 5X PCR Buffer LI

© 25mM MgCl, Solution

13 BX1830

PCRYRI—ZYIADA—F—XAR

PCR Optimization Kit CRE UMD N AY —=w I A 7Z85E

WeLEd,

&2 PCR /w7 — 8 EED W\ FNH7ZEIRL. GoTag® MDx
Hot Start Polymerase & MgCl, DiEEZ CHEELIEE L,

o RIERIHEF 25 ml. R (BRABE 25 m) DV

1 ml Fa—JTie
o OVRDHEAE(E
e cGMP ZL—k
o £EBX 10 AN

FiarzRE—XEEY—ER

PCR YR —=w T URHAEZIRE — ADFFE, /A OvhEE,
BEFC. CHEICEDECERLE T, E—XD7EFR
MUDYS 96 D)L T —hETHRIBWVELE T,

F—F—XAB BiERFEe=0
MR- ERERGEEM P
Y—ERDAHARNTvI%. T&
FARDOTHERVCEITET .

5¥4H - EFIEER  www.promega.co.jp/customoem/
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&

Viability PCR Reagent System

HEnifa

o Viability PCR Reagent (1 mM)
o Viiability PCR Neutralization Buffer, 10X

PR hynIES BE
100 193 AB8881 BEUYVI)  EER

Viability PCR Reagent System, High o Viability PCR Reagent (30 mM)

Concentration

 /iability PCR Neutralization Buffer, 10X

BEYYII: J4I)LF—@BLIETY
100 [E19> A8883 TIb. MEMDEEICSENDEHE
pailv

TruTiter® Reagent System

o Viability PCR Reagent (1 mM)
e Neutralization Buffer B, 100X

200 [E53 A8884 HFENIERSY (LU PCR ATHE

Viability Direct Neutralization Buffer e Neutralization Buffer B, 100X

200 @5 A8885 AB884 HERLFAMDEBARTTHR

Viability PCR Reagent System

Viability PCR Reagent [CIFEEAMEEUICE BEE) . ATIUR
HMEIEULTED A JLAD DNA BELU RNA EARAWH(CHEET D
ORIV A—DEFNET .

CDBBEDFIFEEUIALELD PCR BieZ(Fo—7. HiE
DR PO TIRCIFRELEWVESH. #ERELT PCR Rt
DI FIVFFET N CEMBEIIIFRED DA )V ADEED
S4EUE T, CDfcs gPCR [CHRBE - DA JLADEFEHIFIAE]

BECIEDE T,

—

fa:ﬂ‘"“%\
%MP'MW‘J

i

THEDEESEHIF!

——

& 2
Viability PCR e %
Rfaéétli’tizﬁnu ( ) PCR ARy
o Qe — ’OQU.
fa’- ‘%.m
m% .=.=='j

Viability PCR Reagent (FERDMEIELCUVBWVAER (Ke) ([TIFRBEULEL,. RO
BELTVDEE (E) ([TREL*. DNA EHEEE LT PCR BIBZDFD.
ZODFER. PCR VI FIVIFERDODHERRIND.

KA )V ADBEEIFBBEUIEATIRISEE

TruTiter® Reagent System

o AT YRIEFEBHEDKELIEMFZ AV THMIEL. Sl
#. ZTOFTEE PCRIZICKDIEFER: AAV 7/ LA

ZAlE

o WY RDOTEMEFHMmOTTEE
o DNase SMBZ{FSFELDINSDEHDFL

o SHEEUUEED DNA FERRATYTHFRETHD.
4L I KT PCR biTgE

o HHRRRRIEEBE 1 DRLELIEENHF Z ALV TRILIEL.
¥EHE DNA H'5 PCRIEICKDERDY / LAtiEAIE

o IIEACIEIREHIFE
o BRLIGHE. DA IVAICERTTEE
* LNP O\ —I Y IHFEAREICEHERTTEE

RS
- S. aureus NADOFUDL - TO)IAATavTHITIL - AAV
- P. aeruginosa -\ JATUT - /091 )VA
- E. coli LIARS - A BURFR TR E
FEEER
. i 5
q —» - o
AVFaR—b ‘_
60% * =1 g

HUIIE P15 5 U PCR

}gaﬂlity PCR Reagent %= EERERER 1
D—-270—

BTN EREEA VF ARl RN\ T 7 —Z IR TR ICBRDIER -
PCR 7z} S B,

500

5 40
g
]
g 300 e
&
@ 200
o
3
Q
° L}
0 ™
65°C, DNase 65°C, TruTiter

Treatment

DNase N—2Z® digital PCR 7—2 7 0—& DLE

AAV2-NanoLuc® D1 JLA AT (10 GU/mI) 7 65° C T 10 D REIELIc#.
AAV #iF 7% DNase (F) ZF/cld TruTiter® Reagent () THMEL. ZNZEN
TUZHILLTUT —KE 8 R{ET digital PCR Z3EhEUlc, TruTiter® Z{ERUC
B4, DNase N—ADFEELE LTINS DENDIFL. DTVRDEFRZ IERE
[THRH TETS,

5H Viability PCR Reagent System TruTiter® Reagent System

FEN o &£ - £ VAN PCR TR HREMZ R U AAV U/ LD ETEE
FIFAE o MEMRE., REK Bm. BEEMTE. NP T2 M5 AAV E5E, QC. TOTXRBEFE. BT aE
TR o fliE. DA JLR (L#). mRNA &S/ DoF AAV %51,




LIFRSE DNA R AT L (IS0 £EHL) (ec=mmmmmas. =840 Fast E—RICH)

&

LIz SEt&RH

o [egionella Quant Standard o BRHENR  UIART - Za—FI45
GoTaq® Legionella pneumaphila | e L. pneumophila IPC-Primer-Probe Mix, 20X 200 B4 AM2201 ¢ QPCR [CKRBLIART - Za—F T4 SDREB KU
gPCR Kit o [ egionella gPCR Master Mix, 2X TEE21EICDWT, IS0 12869:2019 [CHIEREINTLD
 Nuclease-Free Water TORIIL. RERERET. BRUSETERICHER
o BIENS  UYARSER. LYTRS  Za—F o0
. o Legionella Quant Standard %E?ﬁ.ﬁ;@j_l_{){jm'ﬁgﬂ Z1EDTY
GoTaq® Legionella spp/ o [ pneumophila/spp/SG1 IPC-Primer-Probe Mix, 20X - SRS S
peumophila/SG1 qPCR Kit « Logionella GPCR Master Mix, 2X 20053 | AM2202 | e B e G e
ey OFERILICDOUIT, 150 12869:2019 ([CHEBENTL)
$70b0)L. SRERERET. SHEEICHENL
o Viability PCR Reagent (30 mM)
o Viability PCR Neutralization Buffer, 10X - o5
GoTaq® Legionella pneumophila | e Legionella Quant Standard * AM2201 \!“ Viability PCR Reagent System (10 <—=/
Viability qPCR Kit L. preumophila IPC-Primer-Probe Mix, 20X B e I~ S -
o [egionella qPCR Master Mix, 2X v REIClec =
 Nuclease-Free Water
o Viability PCR Reagent (30 mM)
GoTaq® Legionella spp/ e e o AM2202 [ Viability PCR Reagent System (10 <—3/48
pneumqph//a/SG1 Viability o/, gneumophila/spp/sm IPC-Primer-Probe Mix, 20X 200 5y AM2206 éﬁ)ﬂb\‘ﬁ% LB (1 -
gPCR Kit « Logionella GPCR Master Mix, 2X o A REFEZXBIUCWEEICIEFZDFVhEER
 Nuclease-Free Water

GoTaq® Legionella Viability qPCR Kit

KR IFEDK TV TIVDS LI A R TEZTED DS E
LI RSERTOFRHER - PRI EE,
LIZAXRSRAICBNT, BEOMBRBED 7 ~ 10 BIEE T

(IR TE.

HBADICHL. PCRIFEFSIE DN CHERICHERZIF CEE T,
—73 CRERD PCRIAFERSIERZXAILIEL s, U2/ T)Leh

([CFEDIEEED DNA (CRDIRZ S TE DB REM A D DR LT,
GoTaq® Legionella Viability gPCR Kit (&. PCR M fl iR & (S, FEE D

Legionella
pneumophila-specific

mip

DNA ez 0w d2F (Viability PCR Reagent System. 10 ~<X—
V) EEFEDE. LIFRD  Ta—FE I« TEE - SRE -

SRENIGREURT. Fe. VIFRITBRE. VIARS "a—
T4, VIARS - Za—FET4SMEE 172 1 @D gPCR T

* 20 pl RITSRCTOEREEL

o KBV TIVHSLIF R SEEHIE CRREICHRE

o H£EEHIBETELL (VBNC) LIFRSEERHATEE
* PCRIZETHOIBHSEEEIFEEDXRINEIHE

o IEFADEREFICFIC, DEICT—HZHUS

L. pneumophila SG1
specific

Legionella genus-specific
wzm

16sRNA

Legionella DNA Standard

FYMNCEENDEERY VY —K DNA
3DDY—TYhNnS1ED. PCREEMEICLDRIZEDERIFLE/ \TA—Y /A

GoTaq® Legionella pneumophila qPCR Kit
(AM2201/AM2205)

GoTagq® Legionella spp/pneumophila/SG1
qPCR Kit
(AM2202/AM2206)

120 &

EBIUTRRH TEDVILF Ty ZAF NN CEE T, FA By
KBTIV #ERE Viability PCR Reagent 2Li2 DNA 58
. - J+)L5— LT Viability Reagent KT
*J‘Jj)b’léni)ﬁ cfE
m 5]
M 1I® RSC
- _ ;-’r—” a :‘z‘:ljl\later
= (AS2110)
--------------- OR -----mcemcneann [ SRR SRR
BEETVIN YEETRO Viability Reagent 142, el m T
4 [ Wizard® PureWater
=) (A3130)
- ,;:'./, - \ ¥
15 5 755 40-60 5
- Lspp - L. hil: - L hila SG1
" R 0.997 R 0.998 R 0.995 ‘
Eff: 96.2% Eff: 106.1% Eff: 105.5%

Ct Value

20

10% 100

10¢ 10° 100

Genome Copies

RIWFTLvI R qPCR (AM2202 & & U AM2206)
VIARS Za—FT45, VIARS Za—F IO«
SEE 1. BRUOVIARSEED. 1 BDEL
OPCR RIS CRIZICIRE TE D,

KEBFIFFECED DNA BRICOWV TR THBR—ahELEE L,

1



PHEMEMYEES PCR (& T=amats. @ERLU Fast E—RITH)

S 1ERim & S PR HhHOIES

JS54~<— | dNTP = MgCl, | RNase BEZEHI

R#EYTJIVAE (K. #E- OCILR, BE BY. BREE)

® e GoTag® Endure Master Mix, 2X 200 @4 | A6220
&%T?qr ,\ﬁ&dure aPCR e CXR Reference Dye EE£ PCR — - — -
B o Nuclease-Free Water 1,000 E15 | A6221
® GoScript™ Enzyme Mix s sem = =
GoTaq® Endure RT-qPCR e GoTag” Endure Master Mix, 2X S E@?ﬁ’_\m Master Mix [C | Enzyme Mix [Z 2003 S A6e22
System o CXR Reference Dye ”“‘E_FPCR 7;];%,:& =B =8
* Nuclease-Free Water ez IEHIR 1,000 Bl | A6223
GoTag® Endure gPCR Direct e GoTaq® Endure qPCR Master Mix EE PCR . _ . o
Amp Bundle o XpressAmp® Direct Amplification Reagents (CEAYZD) 200 =53 | A6224
WERE s e
GoTaq® Endure RT-gPCR e GoTag® Endure RT-qPCR System I ?gfg’_g Master Mix [Z | Enzyme Mix [ 200E4% | AG225
Direct Amp Bundle o XpressAmp® Direct Amplification Reagents EE PCR =28 =28

Lok | PERE
BEYUTIVE Bk, BEK. TH ZRES)

e GoTag® Enviro Master Mix, 2X 200 E5> | AM2000
GoTag® Enviro gPCR System | e CXR Reference Dye EE PCR = = = =
o Nuclease-Free Water 1,000 El5> | AM2001
® GoScript™ Enzyme Mix s sem =
GoTag® Enviro RT-gPCR e GoTaq® Enviro Master Mix, 2X IS E@?ﬁ%w Master Mix (| Enzyme Mix 2005 | AM2010
System * CXR Reference Dye * IoAN_%& =t =t}
EE PCR AEAR 1,000 @5 | AM2011

o Nuclease-Free Water

FEE PCR OVbO—IL7vEA

- - PCR A3
IPC gPCR Inhibition Control e IPC gPCR Inhibition Control, CAL Fluor® 560 g - _ _ _ —
Assay, CAL Fluor® 560 « CXR Reference Dye Shob 1003 | AMM2030
TPYREA(
3 - ® IAC RT-gPCR Inhibition Control, CAL Fluor® RT-gPCR A3
INC RT-qPCR Inibition Control | g VRO — == — 100 14 | AM2040
Y, * CXR Reference Dye 7vtA

1L PCR FAIFHMESR (LEcRmiBRmOERARST)

. o B> 7)UEinig ) A8882
XpressAmp® Direct . ig;gzzﬁm[;@ éﬁ'}sﬁgﬁﬁer SALINC B L B 50 E15) | A888
Amplification Reagents g RT-PCR HY

* 1-Thioglycerol BIAESTED) 3,000 @5 | A8880

¥ 20 pl RIGRTOEAEE (fzfZU. A8882 & AB8BO I 25 pl SR COEAEE)

GoTaq® Endure/Enviro qPCR and RT-qPCR System . EERES<2EY YT TEHY— ok

PCR BEEHIFE R CHY— v NEREEICIEIES BB sICRER /) \Ww I 7— R (CIEE

@t tEe, ®wXT7O—78U77 L5 A L\ PCR ANASY —SwIAHET e HUJIWEHZLTHRERERINDIED.
Jo BRARDOBELRYIRAI LT A TTHD, RUAS =T, MyCl,. EIE—CHbEREICHEH

dNTP. BRUER/ W IFP—CTEM NN RY—W I XA THDICD. kit o« BEVMEIEARDSTILFTLYIZ PCR &
ﬂﬁ@?ﬁ@%]b—xzﬁ'o o)*ﬂ.&t’wﬁ

EEPCRIOVAO—/L7vEAEHE (AM2030. AM2040) CHEHEDEDT
EC. YRT LADFHEBEME CEE T,

1) 3
En((i;l?r.:;ag;CR et ism fti#t Environmental gPCR (3 GoTaq® Enviro gPCR

Master Mix B1 R1 Q1 T 4 4
W2y
EDTA, 4.5 mM 1.3 05 | noCq | noCg | noCq 5 3 3 ms ;
EtOH, 9% 1.4 22 | noCg | noCg | noCq Z ) )
Humic Acid 332 uM 1.6 noCq | noCq | noCq | noCq § ; ;
Hematin, 500 pM 0.8 noCqg | noCq  noCq | noCq J I
Heparin, 75 U/ml 1.3 noCq | noCq | noCq | noCq 0 = 0 -7 P
tiE mEk TE B
Sodium Citrate, 12 mM 2 22 noCq | noCq | noCq BE B
GoTaq® Endure PCR (&, BEEMEDIZLZFNZD YV IIICBVLWTHEN GoTaq® Enviro qPCR [FERIED Y T ILICSFNZEEYME D4 ZT T
NTF—RVAZERETD BFESROBEERE DNA U2 7)UICHIFS PCRBEEDEEEA V5 —F LR
FKELDRE CHEYEZRNUCRMRICEULT, 300bp D DNA ¥—4"vh%z T47a0—)L (IPC) ZRAWTHRAELIC. A CqfEN' 0 ISEVEE, BEEN
BIELIc, RITRUICBIFTS A Cq fECHD. FAEMEZSORIGEZFHEL) DMEWNCEZERT . TYTIU—RES pl (20 pl RINR) TH. GoTag® Enviro (&
RIBD CqEDEZERT, frtREELEUT, GoTag® Endure (FZEEIDANEL A Cq ENNFEAEZEUIEVEVBEEMEZRL TS,

—BUciEREHUIc.
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ASTOtX /

& B HRHRR s E DY O —L PEPS HIOIES

A4V VY, SARS-CoV-2 FIRFiRHE
® GoScript™ Enzyme Mix

SARS-CoV-2 27 Ly —4" v M

 Nuclease-Free Water

® GoScript™ Enzyme Mix
 GoTag® Enviro Master Mix, 2X

.  GoTaq® Enviro Master Mix, 2X Influenza A.
GoTaq® Enviro Wastewater Flu A, | e PMMoV RNA, 4 x 10° copies/pl Influenza B. N
Flu B, SC2 System © FluA/FluB/SC2/PMMoV Primer Probe Mix, 20X SARS-CoV-2. PMMoV 200 @15 AM2170
 FluA/FluB/SC2 RNA Quant Standard PMMoV
 Nuclease-Free Water
© GoScript™ Enzyme Mix
. e GoTaq® Enviro Master Mix, 2X ﬁﬁfﬁgg;: AZ
GoTag® Enviro Wastewater RSV, | e PMMoV RNA, 4 x 106 copies/ p | )
Flu, SC2 System « RSV/FI/SC2/PMMoV Primer/Probe Mix, 20X onuenza B PMMoV 200E5 | AM2180
© RSV/FIlu/SC2 RNA Quant Standard PIVI-M(())V_ N

Quasar® 670

© PMMoV Primer/Probe Mix, Quasar® 670
© CXR Reference Dye
o Nuclease-Free Water

GoTaq® Enviro Wastewater ® SARS-CoV-2 (N+E) RNA, 4 X 10° copies/pl SARS-CoV-2 N
SARS-CoV-2 N1/N2 System « PMMoV RNA, 4 x 10° copies/ (NT & N2) s (il 2005y | AM2150
© N1/N2 & PMMoV Primer/Probe/IAC Mix, 20X
 Nuclease-Free Water
® GoScript™ Enzyme Mix
N  GoTaqg® Enviro Master Mix, 2X
GoTaq® Enviro Wastewater © SARS-CoV-2 (N+E) RNA, 4 X 10° copies/pl SARS-CoV-2
SARS-CoV-2 E/N2 System « PMMoV RNA, 4 x 10° copies/i EEND) G BSARY 200E57 | AM2160
® £/N2 & PMMoV Primer/Probe/IAC Mix, 20X
 Nuclease-Free Water
KAPDRER - EEA VI T—5—
® GoScript™ Enzyme Mix
 GoTaq”® Enviro Master Mix, 2X
® : . 6 o
GoTaq” Enviro PMMoV Quant Kit, | © PMMoV RNA, 4 x 10° copies/pl PMMoV . 100E% | AM2140

EERY>5—K RNA - dsDNA

® 2x10° copies/pl

PMMoV RNA o PMMoV RNA, 4 x 10° copies/pl — — 100yl | AM2070
SARS-CoV-2 (N--E) RNA o SARS-CoV-2 (N-E) RNA, 4 x 10° copies/ — — 1004l | AM2050
SARS-CoV-2 (N-+E) dsDNA = SHIS B0 2 {11-8) BRI — — 1004 | AM2060

* 20 pl ISR CTOEREEL

13
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PCR - 2855 PCR - == PCR

il =E3 2026 AR

IRiKAL>k PCR

IVKRiRA > PCR #ERim & Bh&ERm

Hm {4 (¥ o JA4X HhyOJBES | (g (¥)
A5>%—R PCR Ny I7—
GoTac® G2 Green Master Mix 100 @93  M7822 14,000 5X Green GoTag® Reaction Buffer 20 ml M7911 13,000
q 1,000 E153 M7823 86,000 5X Colorless GoTaq® Reaction Buffer 20 ml M7921 13,000
100 15 M7832 12,000 5X Green GoTag® Flexi Reaction Buffer 20 ml M8911 13,000
GoTag® G2 Colorless Master Mi : :
3 ! i 1000 @15 M7833 | 87,000 5X Colorless GoTag® Flexi Reaction oo | - meool 12000
Buffer m '
100 u M7841 8,800
GoTag® G2 DNA Polymerase 500u  M7845 33,000 dNTP
2500u]  M7848 | 160,000 ANTP Mix, 10 mM ASO - LIE T
25 pmol U1205 14,000
) 500 u M7805 33,000 )
GoTaqg® G2 Flexi DNA Polymerase 2500u M7806 150000 dATP, 100 mM 40 pmol u1201 21,000
10,000u]  M7808 | 299,000 200 pmol | U1202 74,000
: 100E%|  M7422 | 18,000 2l || U2 12,008
GoTaq® G2 Hot Start Green Master Mix 1000 8% M7423 149,000 dCTP, 100 mM 40 pmol U1221 21,000
GoTag® G2 Hot Start Colorless 100 @5  M7432 18,000 200 pmol | U1222 74,000
Master Mix 1,000 %] M7433 | 158,000 25umol | U1215 14,000
200 pmol Uu1212 74,000
500 u M7405 55,000 )
® )
GoTaq” G2 Hot Start Polymerase 25000 M7406 160,000 25 umol U1235 14,000
0% PCR 200 pmol | U1232 74,000
GoTag® Long PCR Master Mix 100 B1%|  M4021 79,000 #10umol | U1330 19,000
I\ T457U54— PCR Set of dATP, dCTP, dGTP, dTTP 7 25 pmol U1420 41,000
100u M7741 25,000 (RS 100 mM) &40 pmol | U1240 62,000
Pfu DNA Polymerase 500 u M7745 101,000 % 200 pmol U1410 216,000
BIGF2EESL—R (cGMP L —R) duTpP, 100 mM 40 pmol U1191 23,000
100 u D6001 14,000 Set of dUTP, dCTP, dGTP, dATP % 10 pmol U1335 23,000
500u DBOOS 59.000 (R=E 100 mM) £ 40 pmol | U1245 77,000
® 3
GoTag® MDx Hot Start Polymerase 2500 D600 195,000 dNTP cGMP L —K
10,000u]  DBOOS | 731,000 PCR Nucleotide Mix, 10 mM 2004 | C1id 16,000
GoTaq® MDx Hot Start Polymerase, sooul 6201 59,000 1,000 | C1145 59,000
Glycerol-free ' PCR Nucleotide Mix, 25 mM 1,000 pl U1432 54,000
GoTaq® MDx Hot Start Taq Polymerase,
High Concentration 1,.000u) D6101 113,000 i i ) 1.5ml A3511 11,000
GoTag® MDx DNA Polymerase 500u|  D4005 41,000 Magnesium Chloride Solution, 25 mM o5mi | A3513 16,000
GoTag® MDx Polymerase, Glycerol-free 500 u D4101 41,000

SRmMITERERM
S

7K : DNase. RNase ;&4ET7U—

HhyOIBES

fiitg (¥)

Nuclease-Free Water

50 ml P1193 11,000
150 ml P1195 21,000
500 ml P1197 23,000

1,000 ml P1199 27,000




A f— o am = oS
WERE PCR E2= PCR
B YAZ | hHOIBES | {HiE O E s (¥
GoScript™ Reverse Transcription 50 @5 A5000 51,000 FANR=R ((VF—AL—raviE)
System
Y/ 100 %) | A5001 100,000 aTag® GPCR Master Mix 500 @45 | AG001 57,000
GoScript™ Reverse Transcription Mix, 50 @53 A2790 50,000 2,500 @19 A6002 236,000
Oligo(dT) 100 @5 | A2791 66,000 GoTag® 1-Step RT-GPCR System 500 @4 | AG020 85,000
GoScript™ Reverse Transcription Mix, 50 @5 | A2800 51,000 WS
Random Primers 100E% | A2801 66,000 GoTag® 2-Step RT-gPCR System B | a0t 67,000
. . 100 @4 | A5003 57,000 500 B4
GoScript™ Reverse Transcriptase
P P B00E% | AS5004 | 130,000 TO—TN—2 (A TUSA E—Ta5E)
. 10,000 u M1701 16,000 200 [@%) A6101 26,000
M-MLV R T t o ; '
everse Transcriptase 50,000 U V1705 61,000 GoTag® Probe gPCR Master Mix 1000 @% 26102 108,000
e M) 10000u | Ms301 | 34,000 GoTag® Probe 1-Step RT-GPCR 200E15 | A6120 | 77,000
System 1,250 E15 A6121 370,000
LR —_— 2500u | M3681 12,000 S
H everse [ranscriptase
RNase (H-) Point Mutant 10,000u | M3682 46,000 GoTag® Probe 2-Step RT-GPCR S0ED | as110 52,000
50,000u | M3683 | 172,000 System UTILEA I '
Reverse Transcription System 1004 | A3500 | 105,000 . . 500 153
2085 | A1701 31,000 Uo7l AER
AccessQuick™ RT-PCR System 10085 | A1702 91,000 CXR Reference Dye 100 | G541 6,700
500 @4 | A1703 360,000
= S
20E% | AI260 | 28,000 Eb gDNA DREF vy
SOUIED:  ZE) L SRE ProNex® DNA QC Assay AB 200E15 | NG1002 | 216,000
300u | M5101 27,000 7500/7500FAST 800@% | NG1003 | 772,000
. 1.000u| WMS108 | 62000 ProNex® DNA QC Assay BioRad 20085 | NG1004 | 216,000
AMV Reverse Transcriptase -
600U | paooa 45,000 CFX96 800 E% | NG1005 | 782,000
(BREmR) ’ ProNex® DNA QC Assay Calibration Kit
- ' 118 | NG1001 56,000
WELE PCR R m & BHhESM
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B Y4Z | HYOSBES | (g ¥
e - nS 94X | ASOIES | (HE ¥
: PCR Optimization Kit 13 D2381 265,000
M-MLV Reverse Transcriptase -
Buffer Pack P M5313 8,000 5X PCR Buffer A 12 D2301 75,000
WHEERATSA<V— 5X PCR Buffer B 13 D2311 75,000
Random Primers 20ug | C1181 9,300 5X PCR Buffer C 130 D2321 75,000
Oligo(dT);5 Primer, 500 pg/ml 20 g €1101 12,000 5X PCR Buffer D 13 D2331 75,000
RNase =5 5X PCR Buffer E 15 D2341 75,000
T FTaE i 25000 | N2111 36,000 5X PCR Buffer F 15 D2351 75,000
asin hifase fnhibitor 10,000u |  N2115 74,000 5X PCR Buffer G 1% D236 75,000
2500u | N2511 31,000 5X PCR Buffer H 15 D2371 75,000
. o - , ,
Recombinant RNasin® RNase Inhibitor 10,0004 N2515 64.000 PCR Optimization Kit for Lyophilized o
' : Assays. Custom 15 BX1830 | BEIATL
RNasin® Plus RNase Inhibitor 2500 260 32,000 —
10,000u |  N2615 64,000
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GoTaq® Enviro Wastewater Flu A,
Viability PCR Reagent System 100@%) | A8881 77,000 Flu B, SC2 System 200[B7 | AM2170 | 260,000
Viability PCR Reagent System, High GoTaq® Enviro Wastewater RSV, Flu,
Concentration 1005 | AS883 | 121,000 S02 System 2005 | AM2180 | 267,000
TruTiter® Reagent System 200 @5 A8884 106,000 SARS-CoV-2 a7 )by —5"y Mt
Viability Direct Neutralization Buffer 200 B9 A8885 54,000 GoTag® Enviro Wastewater
SARS-CoV-2 N1/N2 System AplEgy | AU st
. —— s, = Taq® Enviro Wastewat
IZA2SE DNAREV AT L e S 200B5 | AV2IG0 | 250,000
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GoTaq® Legionella pneumophila qPCR GoTag® Enviro PMMoV Quant Kit, N
it 200 @4 | AM2201 | 131,000 Quasar® 670 100 @4 | AM2140 | 128,000
GoTaq® Legionella spp/pneumophila/ A%/ —K RNA - dsDNA
SG1 qPCR Kit ADEEy | A2 | LS PMMoV RNA 1004 | AM2070 | 20,000
GoTag® Legionella pneumophila Ay P IS pp— SARS-CoV-2 (N+E) RNA 100 | AM2050 20,000
\é'ab"'tg GPCR Kit v y SARS-CoV-2 (N+E) dsDNA 1000 | AM2060 | 20,000
0Taq” Legionella spp/pneumophil
SG1 Viabitty qPCR Ki 200 @4 | AM2206 | 288,000
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200 B9 A6220 47,000
® A )
GoTaq” Endure gPCR Master Mix 1000 B85 26221 193,000
200 E15 AG222 87,000
& g g
GoTag® Endure RT-qPCR System 1000 B85 26223 298,000
5 5
GoTaq® Endure gPCR Direct Amp 200 B4 AG224 92,000
Bundle
GoTag® Endure RT-gPCR Direct
Amp Bundle 200 E15 AB225 133,000
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200 @5 AM2000 45,000
1,000 El5> AM2001 185,000

200E% | AM2010 | 91,000
Tag® Enviro RT-qPCR Syst :
GoTaq™ Enviro RT-GPCR System 1000E% | AM2011 | 298,000
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IPC gPCR Inhibition Control Assay, CAL 100 @4 AM2030 36,000

GoTaq® Enviro gPCR System

Fluor® 560

IAC RT-gPCR Inhibition Control Assay,

oL ELaL e 100 E15 | AM2040 | 36,000
4Lk PCR FRAMBAZE

XpressAmp® Direct Amplification 250 @15 A8882 103,000
Reagents 3,000 E153 A8880 1,060,000
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